UniprotKB Entry name |organism |full name oglcnacscore oglcnac phosphorylation |1y g sequence intracellular |extracellular [cytosol [nucleus mitochndrion | .. | golgi plasma |extracellular

D sites  [sites reticulum  |apparatus [membrane [region

Q9CPUO LGUL _MOUSE Mus Lactoylglutathione|27.83319 NaN T107 39927985;37507081 MAEPQPASSGLTDETAFSCCSDPDP |False False 3.625 (2.0 False False False 2.0 0.281
musculus |lyase STKDFLLQQTMLRIKDPKKSLDFYTR

VLGLTLLQKLDFPAMKFSLYFLAYED
KNDIPKDKSEKTAWTEFSRKATLELT
HNWGTEDDETQSYHNGNSDPRGF
GHIGIAVPDVYSACKRFEELGVKFVK
KPDDGKMKGLAFIQDPDGYWIEILN
PNKIATII




