UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q9CPU4 MGST3_MOUSE Mus Microsomal |24.474581 NaN NaN 33300544 MAVLSKEYGFVLLTGAASFVMVLHL (None None None |None None None None None None

AINVGKARKKYKVEYPVMYSTDPEN

- GHMFNCIQRAHQNTLEVYPPFLFFL
transferase TVGGVYHPRIASGLGLAWIIGRVLYA
YGYYTGDPSKRYRGAVGSLALFALM
GTTVCSAFQHLGWIRPGLGYGSRSC
HH

musculus |glutathione




