UniprotKB

Entry name |organism [full name oglcnacscore o.glcmm p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma eth:aC(
ID sites sites reticulum |apparatus membrane [region
Q9CQ60 6PGL_MOUSE [Mus 6- 28.201711 NaN S49 39627609;33300544 [MAAPAPSLISVFSSPQELGASLAQLV |[False False 2.498 [1.52 1.993 1.324 False 1.118 2.186
musculus |phosphogluconolactonase IAQRAASCLEGDRGRFALGLSGGSLV

SMLARDLPAAAAPAGPASFARWTLG
FCDERLVPFDHAESTYGLYRTHLLS
KLPIPDSQVLTINPALPVEDAAEDYA
RKLRQALQGDAVPVFDLLILGVGPD
GHTCSLFPDHPLLQEREKIVAPISDS
PKPPPQRVTLTLPVLNAAQSIIFVATG
EGKAAVLKRILEDKEGTLPAALVQPR
TGALCWFLDEAAARLLSVPFEKHST
L




