UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.a(
ID sites sites reticulum |apparatus membrane [regio:
Q9CQF9 PCYOX_MOUSE Mus Prenylcysteine |36.145183 S322 NaN 40997131;40885482;37453647 MGRFAAALVGSLFWLGLLLCGLGSL |False False 0.598 [0.675 [0.949 1.568 0.699 0.976 3.187

musculus

oxidase 1

IASAEPRAPPNRIAIVGAGIGGTSSAYY
LRKKFGKDVKIDVFEREEVGGRLAT
LKVQGHDYEAGGSVIHPLNLHMKR
FVKELGLSSVPASGGLVGVYNGKSL
IVFEESSWFVINVIKLVWRYGFQSLR
MHMWVEDLLDKFMRIYRYQSHDYA
FSSVEKLMHAIGGDDYVRLLNQTLR
ENLKKAGFSETFLNEMIAPVMKVNY
GQSTDINAFVGAVSLTAADSNLWAV
EGGNKIVCSGLLQASSSNLISGSVM
SIEEKTRTKQTGNPTKMYEVVYKTG
SETHSDFYDIVLVAAPLNRKMSNITF
RNFDPPIEEFNDPYQQLVTTFIKGEL
NSTLFSSRPKDQFGLSAILVTDDSD
MFINSLSIVASVRQKEGPPPAVDGM
HVWKTFSRDILTKEQISKLFLSYDYA
VRKPWLSYPHYEPPQKCPSIILHDRL
YYLNGIEFAASCMEMSAIAGYNAAL
LAYHRWNGNEDMIDQDDLYERLKT

EL




