UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol \nucleus mitochndrion en(!oplasmlc golgi plasma extl."acellular
ID name sites sites reticulum apparatus membrane [region
QI9CQL5 RM18_MOUSE |Mus Large 25.685855 NaN NaN 39627609 MALRPRFWKCLSVCRKLECGFAALS (True False 1.54 1.248 |4.553 False False False False
musculus [ribosomal TSSVPAVQPDVESKENEAVAPEFTN
subunit RNPRNLELLGVARKERGWATVWPN
protein REFWHRLRVVKTQHHVEAFVEHLN
uL18m GQVVVSASTREWAIKKHLYSTRNVV
IACESIGRVLAQRCLEAGINFMVYQPT
PWEASSDSIKRLQNAMTESGVMLR
EPRRIYE




