UniprotKB

Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em'.loplasmlc golgi plasma extl.'acellular
1D sites sites reticulum apparatus membrane region
QICQR6 PPP6_MOUSE [Mus Serine/threonine- [26.038786 NaN NaN 37453647;34678516 MAPLDLDKYVEIARQCKYLPENDLK (True False 4.671 2.273  [3.509 1.045 0.888 1.19 2.095

musculus [protein

phosphatase 6
catalytic subunit

RLCDYVCDLLLEESNVQPVSTPVTV
CGDIHGQFYDLCELFRTGGQVPDTN
YIFMGDFVDRGYYSLETFTYLLALKA
KWPDRITLLRGNHESRQITQVYGFY
DECQTKYGNANAWRYCTKVFDMLT
'VAALIDEQILCVHGGLSPDIKTLDQIR
TIERNQEIPHKGAFCDLVWSDPEDV
DTWAISPRGAGWLFGAKVTNEFVHI
NNLKLICRAHQLVHEGYKFMFDEKL
VIVWSAPNYCYRCGNIASIMVFKDV
NTREPKLFRAVPDSERVIPPRTTTPY
FL




