g;l iprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular (cytosol nucleus mitochndrion em?oplasmlc golgi plasma extt:acellular
sites sites reticulum |apparatus membrane region
Q9CQX8 KGD4 MOUSE Mus Alpha- 25.629171 NaN S48;560;S89 36288343 MGSKMASATRVVQVVKPHAPLIKFP [None None None |None None None None None None
musculus |ketoglutarate NRRDKPKLSASEALGSAALPSHSSAI
dehydrogenase SQHSKGSTSPDLLMHQGPPDTAEIL
component 4 KSLPQKYRRKPMSQEEMEFIQRGGP
E




