UniprotKB Entry name organism full name |oglcnacscore o.glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q9CQY5 MAGT1 _MOUSE Mus Magnesium [23.627151 NaN NaN 37453647 MASPRWFWSVCAIAAVALLLVSKVP (None None None [None None None None None None
musculus [transporter SASAQRKKEMVLSEKVSQLMEWAN
protein 1 KRPVIRMNGDKFRRLVKAPPRNYSV

VVMFTALQLHRQCVVCKQADEEFQI
LANSWRYSNAFTNRIFFAMVDFDEG
SDVFQMLNMNSAPTFINFPPKGKPK
RADTYELQVRGFSAEQIARWIADRT
DVNIRVIRPPNYAGPLMLGLLLAVIG
GLVYLRRSNMEFLFNKTGWAFAAL
CFVLAMTSGQMWNHIRGPPYAHKN
PHTGHVNYIHGSSQAQFVAETHIVL
LFNGGVTLGMVLLCEAATSDMDIGK
RRMMCIAGIGLVVLFFSWMLSIFRS
KYHGYPYSFLMS




