}Jl;l iprotKB Entry name organism (full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr_acel
sites sites reticulum |apparatus membrane region
Q9CRO0 PSMD9 MOUSE Mus 26S 32.695381 NaN S128 25153642;28528544;36288343 MSGEDVPHRAESSEARAAAVSDIQD [None None None [None |None None None None None
musculus [proteasome LMRRKEEIEAEIKANYDVLESQKGIG

non- MNEPLVDCEGYPRADVDLYQVRTAR

IATPase HNIICLQNDHKALMKQVEEALHQL

regulatory HARDKEKQARDMAEAREEAMNRRL

subunit 9

IASNSPVLPQAFARVNSISPGSPASIA
GLQVDDEIVEFGSVNTQNFQSVQNV
GTVVQHSEGKPLNVTVIRRGEKHQL
RLIPTRWAGKGLLGCNIIPLQR




