UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enc}oplasmw golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
QICR39 'WIPI3_MOUSE |Mus WD repeat 25.385059 NaN NaN 28528544 MNLLPCNPHGNGLLYAGFNQDHGC [True False 4.082 [1.437 |[1.329 1.481 1.515 1.895 0.679
musculus |domain FACGMENGFRVYNTDPLKEKEKQE
phosphoinositide- FLEGGVGHVEMLFRCNYLALVGGG
interacting KKPKYPPNKVMIWDDLKKKTVIEIEF
protein 3 STEVKAVKLRRDRIVVVLDSMIKVFT

FTHNPHQLHVFETCYNPKGLCVLCP
NSNNSLLAFPGTHTGHVQLVDLAST
EKPPVDIPAHEGVLSCIALNLQGTRI
ATASEKGTLIRIFDTSSGHLIQELRRG
SQAANIYCINFNQDASLICVSSDHGT
VHIFAAEDPKRNKQSSLASASFLPKY
FSSKWSFSKFQVPSGSPCICAFGTEP
NAVIAICADGSYYKFLFSPKGECVRD
VCAQFLEMTDDKL




