g;l iprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
QICR51 VATG1_MOUSE [Mus V-type |26.066638 NaN NaN 28135057;28528544 MASQSQGIQQLLQAEKRAAEKVSEA [True True 5.0 2.538 [1.422 0.783 0.72 5.0 1.072
musculus [proton RKRKNRRLKQAKEEAQAEIEQYRLQ
ATPase REKEFKAKEAAALGSHGSCSSEVEK
subunit ETREKMTVLQNYFEQNRDEVLDNL
G1 LAFVCDIRPEIHENYRING




