UniprotKB Entry name organism [full name oglcnacscore qglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus imitochndrion enc}oplasmm golgi plasma extn:acellular

ID sites sites reticulum apparatus membrane [region

Q9CR67 TMM33_MOUSE Mus Transmembrane [23.627151 NaN NaN 37453647 MADTTPNGPQGAGAVQFMMTNKL |False False 0.965 [3.475 1.715 4.344 1.018 2.688 0.851
musculus [protein 33 DTAMWLSRLFTVYCSALFVLPLLGL

HEAASFYQRALLANALTSALRLHQR
LPHFQLSRAFLAQALLEDSCHYLLYS
LIFVNSYPVTMSIFPVLLFSLLHAATY
TKKVLDAKGSNSLPLLRSFLDKLST
NQQNILKFIACNEIFLMPATVFMLFS
GQGSLLQPFIYYRFLTLRYSSRRNPY
CRNLFNELRIVVEHIIMKPSCPLFVR
RLCLQSIAFISRLAPTVA




