}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_'
name sites sites reticulum |apparatus membrane [regic
QICRI5 NECP1_MOUSE [Mus |Adaptin  |52.61331 T196 T211 22517741;22645316;40885482;358 [MAAELEYESVLCVKPDVSVYRIPPRA [False True 1.782 |0.997 |False False 1.016 5.0 0.99!
musculus |ear- 22049;40997131 SNRGYRASDWKLDQPDWTGRLRITS
binding KGKIAYIKLEDKVSGELFAQAPVEQY
coat- PGIAVETVTDSSRYFVIRIQDGTGRSA
associated FIGIGFTDRGDAFDFNVSLQDHFKW
protein 1 [VKQETEISKESQEMDNRPKLDLGFK
EGQTIKLSIGNITAKKGGASKPRASG
TGGLSLLPPPPGGKVTIPPPSSSVAIS
NHVTPPPIPKSNHGGNDSDILLDLD
SPAPVSTSAPAPVSTSNDLWGDFST
IASSSVPNQAPQPSNWVQF




