UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em'.loplasmlc golgi plasma extl"acellular

1D name sites sites reticulum apparatus membrane |[region

QI9CRT8 XPOT_MOUSE |Mus Exportin-|25.685855 NaN NaN 39627609 MDEQALLGLNPNADSDFRQRALAY [True False 3.563 [4.095 1.244 0.954 False 0.858 0.535
musculus [T FEQLKISPDAWQVCAEALAQKTYSD

DHVKFFCFQVLEHQVKYKYSELSTA
QQQLIRETLLSWLQAQMQNPQPEK
TFIRNKAAQVFALLFVTEYLTKWPKF
FFDILSVVDLNPRGVDLYLRILMAID
SELVDRDVVHTSEASGLENTLIKDT
MREQCIPNLVESWYQILHNYQYTNS
EVLCQCLEVVGAYVSWIDLSLIANDR
FINMLLGHMSVEVLREEACDCLFEI
VNKGMDPVDKMKLVESLCQVLQTA
GFFSIDQEEDLDFVARFSKLVNGMG
QSLIVSWTKLIKNGAVKNAQEALEAI
ETKVPLMLQLLVHEDDDISSNIIGFC
YDYLHILKQLPVLSDQQKANVEAIML
AVMKKLTYDEEYNFENEGEDEAMF
VEYRKQLKLLLDRLAQVSPELVLASV
RRVFSATLQNWQTTRFMEVEVAVR
LLYMLAEALPVSHGAHFSGDVSKAS
ALQDMMRTLVTSGVSSYQHTSVTLE
FFETVVRYEKFFTVEPQHIPCVLMAF
LDHRGLWHSSAKVRSRTAYLFSRFV
KSLNKQMNPYIEEILNRIQDLLALSP
PENGYQSLLSSDDQLFIYETAGALIV
NSEYPAENKQALMKDLLTPLMERF
KVLLEKLMMAQDEERQASLADSLN
HAVGFASRTSKAFSNKQTVKQCGCS
QVYLDCLQTFLPALSCPLQKDVLRS
GVRTFLHRMIICLEEEVLPFIPSASE
HMLKDCEAKDLQEFIPLINQITAKFK
MQVSPFLQQMFMPLLHAIFEVLLRP
AEDNDQSAALEKQMLRRSYFAFLQT
VIGSGMSEVIANQGAENVEQVLVTIL
QGAVDYPDPIAQKTCFIILSKLVELW
GGKDGPVGFADFVYKHIVPACFLAPL
KQTFDLADAQTVLALSECAVTLKTIH
LKRGPECVQYLQQEYLPSLQVAPEII
QEFCQALQQPDAKVFKNYLKVFFQR
AKP




