UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi \plasnia extr_acellula
ID sites sites reticulum pparatus ane [region
Q9CS42 PRPS2_MOUSE [Mus Ribose-phosphate [28.201711 NaN NaN 39627609;33300544 [MPNIVLFSGSSHQDLSQRVADRLGL [True False 5.0 2.54 1.695 0.908 False 1.026 1.151

musculus

pyrophosphokinase
2

ELGKVVTKKFSNQETSVEIGESVRG
EDVYIIQSGCGEINDNLMELLIMINA
CKIASSSRVTAVIPCFPYARQDKKDK
SRAPISAKLVANMLSVAGADHIITMD
LHASQIQGFFDIPVDNLYAEPAVLQ
WIRENITEWRNCIIVSPDAGGAKRVT
SIADRLNVEFALIHKERKKANEVDR
MVLVGDVKDRVAILVDDMADTCGTI
CHAADKLLSAGATKVYAILTHGIFSG
PAISRINSAAFEAVVVTNTIPQEDKM
KHCSKIQVIDISMILAEAIRRTHNGE
SVSYLFSHVPL




