UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular lextracellular|cytosol mucleus mitochndrion en(!oplasmm golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane region
QICTY5 MICU3_MOUSE Mus Calcium 24.474581 NaN NaN 33300544 MAALRRFLWPPPRLSPALAPQQPFL [True False 1.737 |1.426 4.412 1.572 0.526 1.926 1.082
musculus |uptake SPWGRPAGTAPGMSGRPFSCREED
protein 3, EGAVAEAAWRRRRWGELSIAAAAGG

mitochondrial

GLVGLVCYQLYGDPRADPSELAAPEL
EDPPRGRGLLPIPVAAAKETVATGRA
ITEDLDLYATSRERRFRLFASIECEG
QLFMTPYDFILAVTTDEPKFAKTWK
SLSKQELSQMLSETPPVWKGSSKLF
RNLKERGVISYTEYLFLLCILTKPHA
GFRIAFNMFDTDGNEMVDKKEFLV
LQEIFRKKNEKRETKGDEEKRAMLR
LQLYGYHSPTNSVLKTDAGELVSRSY
'WDTLRRSTSQALFSDLAERADDITSL
VADTTLLVHFFGKKGKAELNFEDFY
RFMDNLQTEVLEIEFLSYSNGMNTI
SEEDFAHILLRYTNVENTSVFLENVR
YSISEEKGITFDEFRSFFQFLNNLED
FAIALNMYNFASRSIGQDEFKRAVYV
ATGLKLSPHLVNTVFKIFDVDKDDQ
LSYKEFIGIMKDRLHRGFRGYKTVQ
KYPTFKSCLKKELHSR




