UniprotKB . full oglcnac . . . . . lendoplasmic [golgi plasma f
D Entry name organism| o oglcnacscore sites phosphorylation sites [PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion reticulum |apparatus membrane
Q9CWF2  [TBB2B_MOUSE Mus Tubulin|38.031805 NaN S40;T55;S172;T285;T290(34105348;20665223;33300544;226 |MREIVHIQAGQCGNQIGAKFWEVIS |False False 3.435 (1.927 [1.777 1.495 0.828 1.691
musculus |beta- 45316 DEHGIDPTGSYHGDSDLQLERINVY
2B 'YNEATGNKYVPRAILVDLEPGTMDS
chain 'VRSGPFGQIFRPDNFVFGQSGAGNN

WAKGHYTEGAELVDSVLDVVRKESE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVMPSPKV
SDTVVEPYNATLSVHQLVENTDETY
CIDNEALYDICFRTLKLTTPTYGDLN
HLVSATMSGVTTCLRFPGQLNADLR
KLAVNMVPFPRLHFFMPGFAPLTSR
GSQQYRALTVPELTQQMFDSKNMM
AACDPRHGRYLTVAAIFRGRMSMKE
VDEQMLNVQNKNSSYFVEWIPNNV
KTAVCDIPPRGLKMSATFIGNSTAIQ
ELFKRISEQFTAMFRRKAFLHWYTG
EGMDEMEFTEAESNMNDLVSEYQQ
YOQDATADEQGEFEEEEGEDEA




