}Jl;l iprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation |y, 1y, ¢ sequence intracellular |extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma lextr
sites  [sites reticulum |apparatus [membrane [regi
QICW]J9 PUR9 _MOUSE Mus Bifunctional [25.989908 NaN NaN 37453647;39627609;39927985;375 |MAPSQLALFSVSDKTGLVEFARSLA |False False 3.694 [1.406 4.0 False False 2.0 0.28
musculus |[purine 07081 SLGLSLVASGGTAKAIRDAGLAVRDV
biosynthesis SELTGFPEMLGGRVKTLHPAVHAGI
protein LARNIPEDAADMARLDFNLVRVVVC
ATIC

NLYPFVKTVASPDVTVEAAVEQIDIG
GVTLLRAAAKNHARVTVVCEPEDYA
GVAAEMHGSDSKDTSLETRRHLALK
IAFTHTAQYDEAISDYFRKQYSKGISQ
MPLRYGMNPHQTPAQLYTLKPKLPI
TVLNGAPGFINLCDALNAWQLVTEL
RGAVDIPAAASFKHVSPAGAAVGVPL
SEDEARVCMVYDLYPTLTPLAVAYAR
IARGADRMSSFGDFVALSDICDVPTA
KIISREVSDGIVAPGYEEEALKILSKK
KNGNYCVLQMDQSYKPDENEVRTL
FGLRLSQKRNNGVVDKSLFSNIVTK
NKDLPESALRDLIVATVAVKYTQSNS
'VCYAKDGQVIGIGAGQQSRIHCTRLA
GDKANSWWLRHHPRVLSMKFKAG
VKRAEISNAIDQYVTGTIGEGEDLVK
WEALFEEVPELLTEAEKKEWVDKLS
GVSVSSDAFFPFRDNVDRAKRSGVA
'YIVAPSGSTADKVVIEACDELGIVLAH
TDLRLFHH




