UniprotKB Entry name  |organism [full name oglcnacscore oglcnac phosphorylation 4y, ¢ sequence intracellular [extracellular [cytosol [nucleus mitochndrion | .. | golgi ple

ID sites sites reticulum apparatus me

QICWSO0 DDAH1 MOUSE Mus N(G),N(G)- 44.690952 S261 S33 40021952;22645316;40885482;374 |MAGLGHPSAFGRATHAVVRAPPESL (True False 2.503 (2.633 4.377 1.282 0.54 1.5
musculus |dimethylarginine 53647 CRHALRRSQGEEVDFARAERQHELY

dimethylaminohydrolase
1

'VGVLGSKLGLQVVQLPADESLPDCV
FVEDVAVVCEETALITRPGAPSRRKE
VDMMKEALEKLQLNIVEMKDENAT
LDGGDVLFTGREFFVGLSKRTNQRG
AEILADTFKDYAVSTVPVADSLHLKS
FCSMAGPNLIAIGSSESAQKALKIMQ
QMSDHRYDKLTVPDDMAANCIYLNI
PSKGHVLLHRTPEEYPESAKVYEKLK
DHLLIPVSNSEMEKVDGLLTCCSVFI
NKKIDS




