UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane [region
Q9CX34 SGT1_MOUSE |Mus Protein |29.125745 NaN T236;S252;T255;S302(39927985 MAAAAAGPASSQRLFQSFSDALIDG (False False 3.181 |2.872  [False False False False False
musculus |SGT1 DPQAALEELTKALEQNPDDAQYYCQ
homolog RAYCHILLGKYRDGIADVKKSLELNP

NNCTALLRKGICEYHEKDYASALET
FAEGQKLDSTDTNFDTWIKRCQEIQ
NGSESEVSASQRTQSKIKYDWYQTE
SHVIITLMIKSVQKNDVRVGFSEREL
SALVKIPAGEDYSLKLRLLHPIIPEQS
TFKVLSTKIEIKMKKPEAVRWEKLEG
QGDEPTPKQFTADVKNMYPSSSHYT
RNWDKLVGEIKEEEKNEKLEGDAAL
NKLFQQIYSDGSDEVKRAMNKSFM
ESGGTVLSTNWSDVGKRKVEINPPD
DMEWKQY




