UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma

ID sites sites reticulum apparatus membrane

QICX86 ROAO_MOUSE [Mus Heterogeneous |35.281027 S19 S68;584 33300544;35822049;22645316;368 |MENSQLCKLFIGGLNVQTSESGLRG |True False 1.506 [4.247 [1.268 0.893 False 0.801
musculus nuclear 52467;37453647;39627609;375070 |HFEAFGTLTDCVVVVNPQTKRSRCF

ribonucleoprotein
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81

GFVTYSNVEEADAAMAASPHAVDG
NTVELKRAVSREDSARPGAHAKVKK
LFVGGLKGDVAEGDLIEHFSQFGAV
EKAEITADKQSGKKRGFGFVYFQSH
DAADKAAVVKFHPIQGHRVEVKKAV
PKEDIHAGGGGARAARGGRGGGRG
RGGGGGGGGRDQNGLAKGGGGGG
GGYNSYGGYGGYGAYGGGGGGGGS
'YGGSDYGNGFGGFGSYSQHQSSYGP
MKSGGGGGGGGSWGGRSNSGPYR
GGYGGGYGGGSF




