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D Entry name organism| .o oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion reticulum
QI9CXK9 RBM33_MOUSE Mus RNA- [43.023758 S778;T940;T1025;S1032|S41;S243;S271;S792;S816;5S1002;S |34418053;40997131;35822049;300 [MAAALGAGGGAGAGDDDFDQFDKP [True False 1.688 [4.579 False False
musculus |binding 1010;S1032;5S1051 59200 GAERSWRRRAADEDWDSELEDDLL
protein GEDLLSGKKNQSDLSDEELNDDLLQ
33 SDNEEEENFSSQGVTISLNTTSGIVT

SFELSDNTNDQSGEQESEYEQGDD
ELAYHKPEEQELYTQEYPEEGQYEG
HDAELTEDQIEYGDEPEEEQLYSDE
VLDIEINEPLDEFTDEEYLQAYGGQQ
GLQVREDCEAEDDLDEITDSQVASE
THEGGMETLELQKDIKEESDEEDDD
DEESGRLRFKTERKEGTIIRLSDVTR
ERRNIPETLELSAEAKAALLEFEERE
RQHKQGRYGSRRGGRRGGSLMCRG
MGDQRRDNSERGRMKEHRPALLPT
QPSVVAHSPRLIPPPQPQPPPPPPPP
PPQQQPIRSLFQQQQLQPLLPLQHP
HHPSPPQGVHMPPQIETPRMMLTP
PPVTPQQPKNIHINPHFKGTVVTPVQ
VPLLPVPSQPRPAVGPQRFPGPPEFP
QHTPGPVPNSFNQPPRLPLQDQWR
IAPPPPQERDPFFLGVSGEPRFPSHLF
LEQRSPPPPPPPPTLLNSSHPVPTQS
PLPFTQPGPAFNQQGQQPVFPRERP
VRPALQPPGPVGILHFSQPGSATARP
FIPPRQPFLPSPGQPFLPTHAQPNLQ
GPLHPPLPPPHQPQPQPQQPQQQPQ
HHQHQPPLQPPLQPPHQPPPQHQP
PPQHQPQQHQHHHHLSAPPPPLMP
MSQPQFRPHVQTAQPQPSSSRMQC
TPHQGLRHNAASQNISKRPMQQMQ
PTAPRNSNLRELPIAPSHVLEMSGN
RCSSTPVAQVKSIVNTSPPCRAVVSS
RSSQGNTDAKAKPLSPEAQPKEEAK
PEAEFPDEDEETRLYRLKIEEQKRLR
EEILKQKELRRQQQAGARKKELLER
LAQQQQQQQQQQHQPQQQQQQPQ
QIYGSQTSMEQEELAATPSPTNGNP
LLPFPGAQCRQNVKTRLLVKNQDIT
TASVQPKAVNFVPPGANVQHQGQH
LRPLKHLRQLPHKVLQVKPMDMEE
TPHSPQAARVTSLQGRPQDTKPGVK
RTVMHRANSGGGGDGPHVSSKVRV
IKLSGGQGGESDGFSHTEGQPQRLP
QPPDMRQQPTRKVTLTKGVPQQPQ
HLPVGPHMYPAIPPGIKSIQGIHPAK
KAIMHGRGRGVAGPMGRGRLMPNK
QNLRVVECKPQPCVVSVEGLSSSTT
DVQLKSLLMSVGPIQSLQMLPQQRK
IATAKFKEPAHALAFQQKFHRHMIDL
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