}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma eXtI:ac'
name sites sites reticulum |apparatus membrane region
Q9CXW4  [RL11_MOUSE [Mus Large 36.437207 NaN 'T44;T47 37453647;22645316;39627609;333 [MAQDQGEKENPMRELRIRKLCLNIC [True False 5.0 5.0 1.834 1.499 1.004 1.319 1.373
musculus [ribosomal 00544 IVGESGDRLTRAAKVLEQLTGQTPVF
subunit SKARYTVRSFGIRRNEKIAVHCTVRG
protein IAKAEEILEKGLKVREYELRKNNFSDT
uL5 GNFGFGIQEHIDLGIKYDPSIGIYGLD

FYVVLGRPGFSIADKKRRTGCIGAKH

RISKEEAMRWFQQKYDGIILPGK




