}Jl;l iprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ac
name sites sites reticulum |apparatus membrane region
QICY27 TECR_MOUSE [Mus Very- 35.368098 NaN S58 37453647;28528544;33300544;226 |MKHYEVEIRDAKTREKLCFLDKVEP |False False 2.346 [1.213  [2.042 4.325 1.083 1.408 1.063
musculus |long- 45316 QATISEIKTLFTKTHPQWYPARQSLR
chain LDPKGKSLKDEDVLQKLPVGTTATLY
enoyl- FRDLGAQISWVTVFLTEYAGPLFIYL
CoA LFYFRVPFIYGRKYDFTSSRHTVVHL
reductase IACMCHSFHYIKRLLETLFVHRFSHG

TMPLRNIFKNCTYYWGFAAWMAYYI
NHPLYTPPTYGVQQVKLALAVFVICQ
LGNFSIHMALRDLRPAGSKTRKIPYP
TKNPFTWLFLLVSCPNYTYEVGSWI

GFAILTQCVPVALFSLVGFTQMTIWA

KGKHRSYLKEFRDYPPLRMPIIPFLL




