UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em‘!oplasmlc golgi plasma em:aceuular
ID name sites sites reticulum |apparatus membrane region
QICY64 BIEA_ MOUSE [Mus Biliverdin [24.048659 NaN S154;T173;S177;S229|33300544;37507081 [MSTEPKRKFGVVVVGVGRAGSVRIR (True False 4.732  [2.487 |2.715 1.846 0.696 1.992 2.335
musculus [reductase DLKDPHSSAFLNLIGYVSRRELGSLD
A NVRQISLEDALRSQEVDVAYICTESS

SHEDYIRQFLQAGKHVLVEYPMALS
FAAAQELWELAAQKGRVLHEEHIEL
LMEEFEFLKREVAGKELLKGSLRFT
ASPLEEEKFGFPAFSGISRLTWLVSL
FGELSLISATMENRKEDQYMKMTV
QLETQNKSPLSWIEEKGPGLKRNRH
ISTHFKSGSLEEVPNVGVNKNIFLKD
QDIFIQKLLGQVSAEDLAAEKKRILH
CLELASDIQRLCHRKQ




