UniprotKB Entry name organism full oglcnacscore o_glcnac ‘p_h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
QICYAO CREL2_MOUSE Mus Protein  |38.223321 NaN NaN 40997131 MHLLLAAAFGLLLLLPPPGAVASRKP (False True 0.797 [1.329 1.081 5.0 5.0 0.855 5.0
musculus |disulfide TMCQRCRTLVDKFNQGMANTARKN
isomerase FGGGNTAWEEKTLSKYEFSEIRLLEI
Creld2 MEGLCDSSDFECNQLLEQQEEQLE

AWWQTLKKEHPNLFEWFCVHTLKA
CCLPGTYGPDCQECQGGSERPCSGN
GYCSGDGSRQGDGSCQCHTGYKGP

LCIDCTDGFFSLQRNETHSICSACDE
SCKTCSGPSNKDCIQCEVGWARVED
ACVDVDECAAETSPCSDGQYCENVN
GSYTCEDCDSTCVGCTGKGPANCKE
CIAGYTKESGQCTDIDECSLEEKACK
RKNENCYNVPGSFVCVCPEGFEETE
DACVQTAEGKVTEENPTQPPSREDL




