UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular (cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum |apparatus membrane region
Q9CZ30 OLA1 MOUSE |Mus Obg- [|24.474581 NaN NaN 33300544 MPPKKGGDGIKPPPIIGRFGTSLKIGI |False False 3.806 |3.524 [2.202 1.071 0.71 0.791 0.966
musculus [like VGLPNVGKSTFFNVLTNSQASAENF
ATPase PFCTIDPNESRVPVPDERFDFLCQY

1

HKPASKIPAFLNVVDIAGLVKGAHN
GQGLGNAFLSHISACDGIFHLTRAFE
DDDITHVEGSVDPIRDIEITHEELQLK
DEEMIGPILDKLEKVAVRGGDKKLK
PEYDIMCKVKSWVIDQKKPVRFYHD
WNDKEIEVLNKHLFLTSKPMVYLVN
LSEKDYIRKKNKWLIKIKEWVDKYDP
GALVIPFSGALELKLQELSAEERQKY
LEANMTQSALPKIIKAGFAALQLEYF
FTAGPDEVRAWTIRKGTKAPQAAGKI
HTDFEKGFIMAEVMKYEDFKDEGSE
NAVKAAGKYRQQGRNYIVEDGDIIFF
KFNTPQQPKKK




