}Jl;l iprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr_acellu
name sites reticulum |apparatus membrane region
Q9D074 MGRN1_MOUSE Mus E3 27.053486 NaN T389;5428;5449;S452;S501 |28528544;33300544 IMGSILSRRIAGVEDIDIQANSAYRYP |None None None |None |None None None None None
musculus [ubiquitin- PKSGNYFASHFFMGGEKFDTPHPE
protein GYLFGENMDLNFLGSRPVQFPYVTP
ligase IAPHEPVKTLRSLVNIRKDSLRLVRYK
MGRN1 EDADSPTEDGEKPRVLYSLEFTFDA

DARVAITIYCQAVEELVNGVAVYSCK
NPSLQSETVHYKRGVSQQFSLPSFKI
DFSEWKDDELNFDLDRGVFPVVIQA
\VVDEGDVVEVTGHAHVLLAAFEKHV
DGSFSVKPLKQKQIVDRVSYLLQEIY
GIENKNNQETKPSDDENSDNSSEC
IVVCLSDLRDTLILPCRHLCLCTSCAD
TLRYQANNCPICRLPFRALLQIRAVR
KKPGALSPISFSPVLAQSVDHDEHSS
SDSIPPGYEPISLLEALNGLRAVSPAI
PSAPLYEEITYSGISDGLSQASCPLAG
LDRIMESGLQKGKTQSKSPDSTLRS
PSFPIHEEDEEKLSEDSDAPLPPSGV
ELVLRESSSPESFGTEEGDEPSLKQG
SRVPSIDDVLQDGSPQHHGCSQPVP
PADIYLPALGPESCSVGIEE




