UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q9DOF3 LMAN1 MOUSE Mus Protein |33.666901 T385 S433 21606357;37453647 MAVSRRRVPQAGARSFFCALLLSFS |None None None [None None None None None None
musculus [ERGIC- QFTGSDGTGGDAAAPGAAGTQAELP
53 HRRFEYKYSFKGPHLVQSDGTVPFW

IAHAGNAIPSADQIRIAPSLKSQRGSV
WTKAKAAFENWEVEVTFRVTGRGRI
GADGLAIWYTENQGLDGPVFGSADT
IWNGVGIFFDSFDNDGKKNNPAIVVI
GNNGQINYDHQNDGATQALASCQR
DFRNKPYPVRAKITYYQKTLTVMINN
GFTPDKNDYEFCAKVENMVIPTQGH
FGISAATGGLADDHDVLSFLTFQLTE
PGKEPPTAEKDISEKEKEKYQEEFEH
FQQELDKKKEEFQKGHPDLQGQPA
DDIFESIGDRELRQVFEGQNRIHLEI
KQLNRQLDMILDEQRRYVSSLTEEIS
RRGAGTPGQPGQVSQQELDTVVKSQ
QEILRQVNEVKNSMSETVRLVSGIQ
HPGSAGVYETTQHFMDIKEHLHVVK
RDIDSLAQRSMPSNEKPKCPDLPPF
PSCLSTIHFVIFVVVQTVLFVGYIMYR
TQQEAAAKKFF




