
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9D0K2 SCOT1_MOUSE Mus
musculus

Succinyl-
CoA:3-
ketoacid
coenzyme	A
transferase	1,
mitochondrial

36.083856 NaN S170 32750298;40684658;33300544;362
88343;39927985

MAALKLLSSGLRLGASARSSRGALH
KGCVCYFSVSTRHHTKFYTDPVEAV
KDIPNGATLLVGGFGLCGIPENLIGA
LLKTGVKDLTAVSNNAGVDNFGLGL
LLRSKQIKRMISSYVGENAEFERQFL
SGELEVELTPQGTLAERIRAGGAGVP
AFYTSTGYGTLVQEGGSPIKYNKDGS
VAIASKPREVREFNGQHFILEEAITG
DFALVKAWKADRAGNVIFRKSARNF
NLPMCKAAGTTVVEVEEIVDIGSFAP
EDIHIPKIYVHRLIKGEKYEKRIERLS
LRKEGDGKGKSGKPGGDVRERIIKR
AALEFEDGMYANLGIGIPLLASNFIS
PNMTVHLQSENGVLGLGPYPLKDEA
DADLINAGKETVTVLPGASFFSSDES
FAMIRGGHVNLTMLGAMQVSKYGD
LANWMIPGKMVKGMGGAMDLVSS
SKTKVVVTMEHSAKGNAHKIMEKC
TLPLTGKQCVNRIITEKGVFDVDKKN
GLTLIELWEGLTVDDIKKSTGCDFAV
SPNLMPMQQIST

True False 1.641 False 4.572 False False False False


