UniprotKB Entry name |organism [full name |oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q9DOM5  [DYL2_MOUSE Mus Dynein 24.474581 NaN NaN 33300544 MSDRKAVIKNADMSEDMQQDAVDC [False False 3.236 |2.318 [0.911 0.747 0.929 1.822 1.27
musculus |[light chain ATQAMEKYNIEKDIAAYIKKEFDKKY

2,
cytoplasmic
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