}Jl;l iprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
sites sites reticulum |apparatus membrar
Q9D172 GAL3A_MOUSE [Mus Glutamine 28.316822 NaN NaN 37453647;39927985;37507081;362 |MAAVRVLVAPRLASALLPLSRYHRA |True False 1.359 |False  [4.523 False False False
musculus |amidotransferase- 88343 PSQRAALHSSAPRPGARVALVLSGC

like class 1 GVYDGTEIHEASAILVHLSRGGAEVQ

domain- IFAPDVPQMHVIDHTKGEPSERESR

containing NVLAESARIARGKITSLAQLNAANH

protein 3, DAAIFPGGFGAAKNLSTFAVDGKDC

mitochondrial KVNKEVERVLKEFHGAKKPIGLCCIA

PVLAAKVIKGVEVIVGHEQEEGGKW
PYAGTAEAIKALGAKHCVKGVTEAH
'VDQKNKVVTTPAFMCETALHHIHD
GIGAMVKNVLELTGK




