}J];1 iprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extr‘acellular
sites sites reticulum apparatus membrane [region
Q9D1TO LIGO1_MOUSE Mus Leucine-rich 24.474581 NaN S596 33300544 MLAGGMRSMPSPLLACWQPILLLVL |[None None None [None None None None None None
musculus [repeat and GSVLSGSATGCPPRCECSAQDRAVL

immunoglobulin- CHRKRFVAVPEGIPTETRLLDLGKN

like domain- RIKTLNQDEFASFPHLEELELNENIV

containing nogo SAVEPGAFNNLFNLRTLGLRSNRLK

receptor- LIPLGVFTGLSNLTKLDISENKIVILL

interacting DYMFQDLYNLKSLEVGDNDLVYISH

protein 1 RAFSGLNSLEQLTLEKCNLTSIPTEA

LSHLHGLIVLRLRHLNINAIRDYSFK
RLYRLKVLEISHWPYLDTMTPNCLY
GLNLTSLSITHCNLTAVPYLAVRHLV
YLRFLNLSYNPIGTIEGSMLHELLRL
QEIQLVGGQLAVVEPYAFRGLNYLR
VLNVSGNQLTTLEESAFHSVGNLET
LILDSNPLACDCRLLWVFRRRWRLN
FNRQQPTCATPEFVQGKEFKDFPDV
LLPNYFTCRRAHIRDRKAQQVFVDE
GHTVQFVCRADGDPPPAILWLSPRK
HLVSAKSNGRLTVFPDGTLEVRYAQ
IVQDNGTYLCIAANAGGNDSMPAHL
HVRSYSPDWPHQPNKTFAFISNQPG
EGEANSTRATVPFPFDIKTLIIATTMG
FISFLGVVLFCLVLLFLWSRGKGNTK
HNIEIEYVPRKSDAGISSADAPRKFN
MKMI




