UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion enc‘loplasmlc golgi [plasma extl:acellular

1D name sites sites reticulum apparatus membrane region

Q9D281 NXP20_MOUSE |Mus Protein (25.643919 NaN T197;S262 28135057 MSDDARDTIANGVGEDAAEMPNSD [None None None |[None None None None None None
musculus |[Noxp20 SPAEDAAEVQCGPATTSNEPAPDDH

MEEQPEITAMCAESTPPGILDQSKAS
IAADETPLNGEVTEDTLVECVDSVSL
EGDTGSEIPLKEQDDAAVDPSSQAG
RWAGWGSWGKSLLSSASATVGHGL
TAVKEKAGATLRIHSANSASPEGAPT
DAENGISGNVTPDQDPARGPHTPPP
PGAAGSRGMLSALTNVVQNTGKSVL
TGGLDALEFIGKKTMIVLAESDPGFK
RTKTLMERTVSLSQMLREAKEKEKQ
RLAQQLTVERTAHYGMLFDEYQGLS
HLEALEILSNESESKVQSFLTSLDGE
KLELLKNDLISIKDIFVAKESENEAN
PEEQGLEESGEEFARMLTELLFELH
IVAATPDKLNKAMKKAHDWVEEDQS
IVVSIDVAKGSEEEEKEEGKEEKAEEP
EEDKTGGQGAKTVEEVYMLSIESLA
EVTARCIEQLHKVAELILHGQEEEKP
IAQDQARVLIKLTTAMCNEVTSLSKK
FTNSLTTVGSNKKAEVLNPMINSVF
LEGSNSTTYVQDALQLLLPVLQVSHI
RTSCLKATAQPDCS




