
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q9D2H6 SP2_MOUSE Mus
musculus

Transcription
factor	Sp2

46.116553 S186;S327;T345;S370;T374 S78 21606357;40885482;36852467;291
87734;40997131

MSDPQMSMAATAAVSPSDYLQPAA
ATTQDSQPSPLALLAATCSKIGPPAV
EAAVTPPAPPQPTPRKLVPIKPAPLPL
SPCKNSFSILSSKGNILQIQGSQLSTS
YPGGQFVFAIQNPTLINKGSRSNASI
QYQVPQIQGNSSQTIQVQPSLTNQIQ
VIPGTNQAITTPSTSGHKPVPIKPAPV
QKSSTTTTPVQSGANVVKLTGGGSN
MTLTLPLNNLVNTSDIGGPAQLLTE
SPPTPLSKTNKKARKKSLPVSQPSVA
VAEQVETVLIETTADNIIQAGNNLLIV
QSPGGGQPAVVQQVQVVPPKAEQQ
QVVQIPQQALRVVQAASATLPTVPQK
PSQNFQIQTTEPTPTQVYIRTPSGEV
QTVLVQDSPPATAATTSTVTCNSPAL
RAPHLSGTSKKHSAAILRKERPLPKI
APAGSIISLNAAQLAAAAQAMQTINI
NGVQVQGVPVTITNTGGQQQLTVQN
VSGNNLTISGLSPTQIQLQMEQALA
GEAQPGEKRRRMACTCPNCKDGEK
RSGEQGKKKHVCHIPDCGKTFRKTS
LLRAHVRLHTGERPFVCNWFFCGK
RFTRSDELQRHARTHTGDKRFECAQ
CQKRFMRSDHLTKHYKTHLGTKGL

True False False 4.384 False False False


