UniprotkB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q9D2Q8 S10AE_MOUSE [Mus Protein [25.685855 NaN NaN 39627609  MGQCRSANAEDAQEFSDVERAIETL |False False 1.678 |1.619 1.492 0.618 False 0.704 1.546
musculus [S100- IKNFHKYSVAGKKETLTPAELRDLVT
Al4 QQLPHLMPSNCGLEEKIANLGNCN
DSKLEFGSFWELIGEAAKSVKMERP
IVTRS




