}]];l iprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q9D2R6 COA3_MOUSE Mus Cytochrome c|25.629171 NaN NaN 36288343 MAAPGAGDPLNAKNGNAPFAQRIDP [None None None |None None None None None None
musculus |oxidase SREKLTPAQLQFMRQVQLAQWQKT
assembly LPQRRTRNIMTGLGIGALVLAIYGYT
factor 3 FYSVAQERFLDELEDEAKAARARAL
homolog, ERERASGP

mitochondrial




