UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q9D412 MEII1 MOUSE [Mus Meiosis |24.474581 NaN NaN 33300544 MTAADHPAFGRDEEAALLLERTHH |None None None |None None None None None None
musculus [inhibitor RHDPRWLLPVSPHVCMACALELLPE
[protein PGVSLVRKKHVVFCFQDALVRHTSL

VAQLVAQDQRVCIHFVRVLFGLLNS
VEDGSMADLCIEVLVQLTTQPNMEQ
TIRCLMNECHRELCNLRSMGGSLA
TTTLLGKLVDTIPGLADELVMEHGN
LMEHLLRGLVYPNEGVQASICYLYG
KLYSSPTAAEMLSGHFREKLCALFL
STLDSAQTKDLQINCLGLLRQLLKYD
LFVSLIMNKSVPVEGAESVERPSRET
SLPLVLKKFLLSRDEILQVASSHCITA
VLVHSPAKHAVAFIHADIPEFLFEHL
SSSSEILVWSSYNCLILLAEEPLFFSK
CHTVYGIEAVVRSLQGSQQMTNTEL
HTQGLLLFKEILTRQPEEIRLFTSSAL
CRDASRALQEAVSSPVLAVAAEALR
AISAFLRKDHQSSLPVQYRALRALLE
AMLSRCMEFSQTPLNRRSLGHACS
RNSEKATLRKGSFLLSTLEGFRNAC
RLAVEFQGEPSAQENPFTAPSAEKE
DTLEAFSEYLLSACDSQCIPMVMRY
SEEATHPKLMEVFLSILHSLFVIIPH
MKVKFSRKLADSSFIRLTLELKARFC
SGQSHSSLNQVCSSFLYYMCLNLLS
APEKTEPLSQEELSAVSEFLQHGLP
HISSRTPESLAFLSDRQYVEAATRQR
QYCILLLFYLAHIHDDRFVPEAELFV
AVQSFLLSLQDQGECPPPVVCKASM
YLLAVCGDKDSALAEAVISAIRKFLE
GIPDLRGVYTHHPLLLRFFLAYPGLM
SRFGHRVLELWFSWEESGYENLDD
DSSPGRTVFPANLAALFRVLQSTPSI
LLILLDLVYSSPVDTARKVLIVLRVFL
WENEDVKVGGLIRGHFLLILQRLLV
EYGASTSGGNLPLLLNLLSLVQMRN
ESEQELDSMAMKLLHQVSMLCGKC
SPAHVDILQPSFNFLYWSLHQTTPSS
QKRAAAVLLSSTALLELLEKMLALT
'WTETGSSPRTPLLSSAWLLTASFSA
QQHNGNLQVHRTLSVELNQVLKAL
SFPKKMSALLSAAILRFLRTALQQSF
SSALVVLVPSGDQPLSTPEDAVLAPL
GKSQVLALLIGLQNLLVQKDPLLSQA
CIGCLEALLDYLHARSPDIALHVASQ
PWNRFLLFTLLDAGENSFLRPEILRL
MTLFVQYRSSCVLSREEVGLILQGAA
LVDLSALSNDTLQALHGFLLQVQSM
GLLNDQHMTQTLQSSLEGLCSRTFP

AQPLFQDMLCLGGVSVSQAHIRG




