UniprotkB Entry name |organism full oglcnacscore qglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion | .. ic|golgi plasma extl.'acellular

1D name sites sites reticulum apparatus membrane region

Q9D5V5 CUL5_MOUSE Mus Cullin-|29.489201 NaN S34;T210 38177117;33300544;39627609 [ MATSNLLKNKGSLQFEDKWDFMHP |True False 4.416 |4.065 [1.631 1.555 1.312 1.813 1.704
musculus |5 IVLKLLRQESVTKQQWFDLFSDVHA

'VCLWDDKGSSKIHQALKEDILEFIKQ
AQARVLSHQDDTALLKAYIVEWRKF
FTQCDILPKPFCQLEVTLLGKQSSNK
KSNMEDSIVRKLMLDTWNESIFSNI
KNRLQDSAMKLVHAERLGEAFDSQ
LVIGVRESYVNLCSNPEDKLQIYRDN
FEKAYLDSTERFYRTQAPSYLQQNG
VONYMKYADAKLKEEEKRALRYLET
RRECNSVEALMECCVNALVTSFKET
ILAECQGMIKRNETEKLHLMFSLMD
KVPNGIEPMLKDLEEHIISAGLADM
VAAAETITTDSEKYVEQLLTLFNRFS
KLVKEAFQDDPRFLTARDKAYKAVV
NDATIFKLELPLKQKGVGLKTQPESK
CPELLANYCDMLLRKTPLSKKLTSE
EIEAKLKEVLLVLKYVQNKDVFMRY
HKAHLTRRLILDISADSEIEENMVE
'WLREVGMPADYVNKLARMFQDIKV
SEDLNQAFKEMHKNNKLALPADSV
NIKILNAGAWSRSSEKVFVSLPTELE
DLIPEVEEFYKKNHSGRKLHWHHL
MSNGITFKNEVGQYDLEVTTFQLA
VLFAWNQRPREKISFENLKLATELP
DAELRRTLWSLVAFPKLKRQVLLYD
PQVNSPKDFTEGTLFSVNQDFSLIK
NAKVQKRGKINLIGRLQLTTERMRE
EENEGIVQLRILRTQEAIIQIMKMRK
KISNAQLQTELVEILKNMFLPQKKMI
KEQMEWLIEHRYIRRDEADINTFIY
MA




