UniprotkB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr.acellular
1D name sites sites reticulum apparatus membrane region
Q9D662 SC23B_MOUSE Mus Protein [27.796441 NaN NaN 39627609;34887587 MATYLEFIQQNEERDGVRFSWNVW |False True 3.814 [1.43 1.14 4.409 2.009 1.428 1.277
musculus |transport PSSRLEATRMVVPLACLLTPLKERPD
protein LPPVQYEPVLCSRPTCKAILNPLCQV
Sec23B DYRAKLWACNFCFQRNQFPPAYAGI

SEVNQPAELMPQFSTIEYMIQRGAR
SPLIFLYVVDTCLEEDDLQALKESLQ
MSLSLLPPDALVGLITFGRMVQVHE
LSCEGISKSYVFRGTKDLTAKQIQEM
LGLTKSAMPVQQARPAQPQEQPFVS
SRFLQPIHKIDMNLTDLLGELQRDP
IWPVTQGKRPLRSTGVALSIAVGLLEG
TFPNTGARIMLFTGGPPTQGPGMVV
GDELKTPIRSWHDIEKDNARFMKKA
TKHYEMLANRTATNGHCIDIYACAL
DQTGLLEMKCCPNLTGGHMVMGD
SFNTSLFKQTFQRIFSKDFNGDFRM
IAFGATLDVKTSRELKIAGAIGPCVSL
NVKGPCVSENELGVGGTSQWKICGL
DPSSTLGIYFEVVNQHNAPVPQGGR
GAIQFVTQYQHSSTQKRIRVTTIARN
IWADAQSQLRHIEAAFDQEAAAVLM
IARLGVFRAESEEGPDVLRWLDRQLI
RLCQKFGQYNKEDPTSFRLSDSFSL
YPQFMFHLRRSPFLQVFNNSPDESS
YYRHHFARQDLTQSLIMIQPILYSYS
FHGPPEPVLLDSSSILADRILLMDTF
FQIVIYLGETIAQWRKAGYQDMPEYE
NFKHLLQAPLDDAQEILQARFPMPR
YINTEHGGSQARFLLSKVNPSQTHN
NLYAWGQETGAPILTDDVSLQVFMD
HLKKLAVSSAS




