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D Entry name |organism oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi ! extn:ace
name sites  |[sites reticulum |apparatus membrane region
QID6F9 TBB4A_MOUSE [Mus Tubulin [41.921475 NaN S172 34260942;33300544;22645316;406 [MREIVHLQAGQCGNQIGAKFWEVIS |False False 2.637 ([1.219  |False False False False 2.169
musculus |beta- 84658 DEHGIDPTGTYHGDSDLQLERINVY
4A 'YNEATGGNYVPRAVLVDLEPGTMDS
chain 'VRSGPFGQIFRPDNFVFGQSGAGNN

WAKGHYTEGAELVDAVLDVVRKEAE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEFPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
VSATMSGVTTCLRFPGQLNADLRKL
AVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQMFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLSVQSKNSSYFVEWIPNNVKT
AVCDIPPRGLKMAATFIGNSTAIQEL
FKRISEQFTAMFRRKAFLHWYTGEG
MDEMEFTEAESNMNDLVSEYQQYQ
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