UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi [plasma extl"acellular

ID sites sites reticulum apparatus membrane [region

QID6J5 NDUB8_MOUSE [Mus NADH 25.629171 NaN NaN 36288343 MAAARAAALGVRWLQRTTRGVVPLE (True False 1.989 [2.145 |[5.0 2.946 0.667 1.575 2.349
musculus |dehydrogenase IARRAFHMTKDMLPGSYPRTPEERAA

[ubiquinone] 1
beta
subcomplex
subunit 8,
mitochondrial

IAAKKYNMRVEDYEPYPDDGMGYGD
YPMLPNRSQHERDPWYQWDHSELR
MNWGEPIHWDLDMYIRNRVDTSPT
PVSWDVMCKHLFGFVAFMVFMFW
IVGHVFPSYQPVGPKQYPYNNLYLER
GGDPTKEPEPVVHYDI




