UniprotKB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
ID sites sites reticulum )apparatus membrane [region
Q9D6M3  |GHC1_MOUSE Mus Mitochondrial |25.295579 NaN NaN 37453647;33300544 MADKQISLPAKLINGGIAGLIGVTCV |None None None [None None None None None None
musculus |glutamate FPIDLAKTRLONQQNGQRMYASMS
carrier 1 DCLIKTIRSEGYFGMYRGAAVNLTLV

TPEKAIKLAANDFFRHQLSKDGQKL
TLPKEMLAGCGAGTCQVIVITPMEM
LKIQLQDAGRIAAQRKILAAQAQLSA
QGGAQPSVEAPAPPRPTATQLTRDLL
RNHGIAGLYKGLGATLLRDVPFSIVY
FPLFANLNQLGRPSSEEKSPFYVSFL
IAGCVAGSAAAVAVNPCDVVKTRLQS
LERGVNEDTYSGFLDCARKIWRHEG
PSAFLKGAYCRALVIAPLFGIAQVVYF
LGIAESLLGLLQEPQA




