}Jl;l iprotKB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi I
sites sites reticulum |apparatus membrane
Q9D6R2 IDH3A_MOUSE [Mus Isocitrate 38.988813 NaN T101 37453647;33300544;36288343;399 |MAGSAWVSKVSRLLGAFHNTKQVT ([True False 2.391 [1.266 |4.468 False False False
musculus |dehydrogenase 27985;22645316 RGFAGGVQTVTLIPGDGIGPEISASV
[NAD] subunit MKIFDAAKAPIQWEERNVTAIQGPG
alpha, GKWMIPPEAKESMDKNKMGLKGPL
mitochondrial

KTPIAAGHPSMNLLLRKTFDLYANV
RPCVSIEGYKTPYTDVNIVTIRENTEG
EYSGIEHVIVDGVVQSIKLITEEASKR
IAEFAFEYARNNHRSNVTAVHKANI
MRMSDGLFLQKCREVAENCKDIKF
NEMYLDTVCLNMVQDPSQFDVLVM
PNLYGDILSDLCAGLIGGLGVTPSGN
IGANGVAIFESVHGTAPDIAGKDMA
NPTALLLSAVMMLRHMGLFDHAAK
IEAACFATIKDGKSLTKDLGGNAKCS
DFTEEICRRVKDLD




