
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9D6Y9 GLGB_MOUSE Mus
musculus

1,4-alpha-
glucan-
branching
enzyme

23.627151 NaN T173 37453647 MAAPAAPAAGETGPDARLEAALADV
PELARLLEIDPYLKPFAADFQRRYKK
FSQVLHDIGENEGGIDKFSRGYESF
GIHRCSDGGIYCKEWAPGAEGVFLT
GEFSGWNPFSHPYKKLEYGKWELYI
PPKQNKSPLIPHGSKLKVVITSKSGEI
LYRISPWAKYVVRENNNVNYDWIH
WAPEDPYKFKHSRPKKPRSLRIYES
HVGISSHEGKIASYKHFTSNVLPRIK
DLGYNCIQLMAIMEHAYYASFGYQIT
SFFAASSRYGTPEELKELVDTAHSM
GIVVLLDVVHSHASKNSEDGLNMFD
GTDSCYFHSGPRGTHDLWDSRLFIY
SSWEVLRFLLSNIRWWLEEYCFDGF
RFDGVTSMLYHHHGMGQGFSGDY
NEYFGLQVDEDALIYLMLANHLAHT
LYPDSITIAEDVSGMPALCSPTSQGG
GGFDYRLAMAIPDKWIQLLKEFKDE
DWNMGNIVYTLTNRRYLEKCVAYAE
SHDQALVGDKTLAFWLMDAEMYTN
MSVLAPFTPVIDRGIQLHKMIRLITH
GLGGEGYLNFMGNEFGHPEWLDFP
RKGNNESYHYARRQFNLTDDDLLRY
KFLNNFDRDMNRLEERCGWLSAPQ
AYVSEKHEANKTITFERAGLLFIFNF
HPSKSYTDYRVGTATPGKFKIVLDSD
AAEYGGHQRLDHNTNYFAEAFEHN
GRPYSLLVYIPSRVALILQNVDLQN

True False 5.0 2.566 1.773 1.462 0.959 1.352 1.393


