UniprotKB Entry name |organism full name oglcnacscore oglcnac Ceg yiation by iips sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma

ID sites sites reticulum apparatus membrane

Q9D819 IPYR_MOUSE [Mus Inorganic 37.400054 NaN S250 22645316;24788674;25153642;281 [MSGFSSEERAAPFTLEYRVFLKNEK |[False False 3.507 [2.791 [2.031 1.656 1.294 1.845
musculus |pyrophosphatase 35057;37507081;37453647;285285 |GQYISPFHDVPIYADKDVFHMVVEV

44

PRWSNAKMEIATKDPLNPIKQDVKK
GKLRYVANLFPYKGYIWNYGAIPQT
WEDPGHSDKHTGCCGDNDPIDVCE
IGSKVCARGEIIRVKVLGILAMIDEGE
TDWKVIAINVDDPDAANYKDISDVE
RLKPGYLEATVDWFRRYKVPDGKPE
NEFAFNAEFKNKDFAVDIIKSTHDY
WKALVTKKTDGKGISCMNTTVSESP
FKCDPDAAKAIVDALPPPCESACSLP

TDVDKWFHQQKN




