}Jl;l iprotKB Entry name organism |full name |oglcnacscore o.glcmm phosp ylation sites sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:acellu]
sites reticulum |apparatus membrane region
Q9D8S3 IARFG3_MOUSE [Mus ADP- 25.385059 NaN S231;5241;5270;S274;S331;S377;S MGDPSKQDILAIFKRLRSVPTNKVCF |None None None [None [None None None None None
musculus |ribosylation 435;5458;5460;5462;5464;S465 DCGAKNPSWASISYGVFLCIDCSGS

factor HRSLGVHLSFIRSTELDSNWSWFQL

GTPase- RCMQVGGNSNASSFFHQHGCATKD

activating TNAKYNSRAAQLYREKIKTLATQATR

protein 3 RHGTDLWLDSCAAPPVSPPPKEEDF

FASHASLEVSGAMQASAQPESASST
PWGLETTPEKHEGGPGQGPSVEGL
NTPGKAAPEVSSIIKKKPNQAKKGLG
AKKGSLGAQKLTNTSFTEIEKQAQA
VDKRKEQEDLARGAPKEESIVSSLRL
AYKDLEISRKKDERLNLSGQKKVEA
ERLGMGFGSCRSGISHSVTSDMQTI
EQESPTLAKPRRKYQEDPEDSYFSSS
SKWSEQSSRYFDDPMELRSSSFSS
WDDGADSYWKKDSSRDPEPAMRST
GSSDRPSARRKPEYEPIGSTDEAQKK
FGNVKAISSDMYFGIQAQTDFETRA
RLERLSTSSSISSADLFDEQRKQTAG
NYNLSNVLPNAPDMAQFKQGVRSV

AGKLSVFANGVMTSIQDRYGS




