UniprotKB Entry name |organism full name oglcnacscore olglcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ex!
ID sites sites reticulum |apparatus membrane re
Q9DB77 QCR2_MOUSE Mus Cytochrome [28.027916 NaN S368 37507081;37453647;33300544;362 |MKLLSRAGSFSRFYSLKVAPKVKTSA [True False 0.188 [2.45 5.0 False False False 0.1
musculus |[b-c1 complex 88343;39627609;39927985 IAPGGVPLQPQDLEFTKLPNGLVIASL
subunit 2, ENYAPLSRIGLFVKAGSRYEDSNNL

mitochondrial

GTSHLLRLASSLTTKGASSFKITRGIE
IAVGGKLSVTATRENMAYTVEGIRSDI
EILMEFLLNVITAPEFRRWEVAALR
SQLKIDKAVAFQNSQTRIIENLHDVA
[YKNALANPLYCPDYRMGKITSEELH
YFVQNHFTSARMALVGLGVSHSVLK
QVAEQFLNMRGGLGLAGAKAKYRG
GEIREQNGDNLVHAAIVAESAAIGN
IAEANAFSVLQHLLGAGPHIKRGNNT
TSLLSQSVAKGSHQPFDVSAFNASY
SDSGLFGIYTISQAAAAGEVINAAYN
QVKAVAQGNLSSADVQAAKNKLKA
GYLMSVETSEGFLSEIGSQALAAGSY
MPPSTVLQQIDSVADADVVKAAKKF
IVSGKKSMAASGNLGHTPFLDEL




