}Jl;l iprotKB Entry name |organism [full name joglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasnia °X
sites reticulum pparatus ane [re
Q9DBC7  |[KAPO_MOUSE Mus cAMP- 29.43918 NaN S3;T75;S77;583;S101;S258 [25153642;28135057;28528544 MASGSMATSEEERSLRECELYVQK [None None None [None |None None None None N¢
musculus |dependent HNIQALLKDSIVQLCTTRPERPMAFL
protein REYFERLEKEEARQIQCLQKTGIRTD
kinase SREDEISPPPPNPVVKGRRRRGAISA
type I- EVYTEEDAASYVRKVIPKDYKTMAAL
alpha IAKAIEKNVLFSHLDDNERSDIFDAM
regulatory FPVSFIAGETVIQQGDEGDNFYVIDQ
subunit GEMDVYVNNEWATSVGEGGSFGEL

IALIYGTPRAATVKAKTNVKLWGIDRD
SYRRILMGSTLRKRKMYEEFLSKVSI
LESLDKWERLTVADALEPVQFEDGQ
KIVVQGEPGDEFFIILEGTAAVLQRR
SENEEFVEVGRLGPSDYFGEIALLM
NRPRAATVVARGPLKCVKLDRPRFE
RVLGPCSDILKRNIQQYNSFVSLSV




