UniprotKB Entry name |organism full name oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol [nucleus [mitochndrion | . .. ic|golgi plasma eth:ac

ID sites reticulum |apparatus membrane region

Q9DBE9 SPB1_MOUSE Mus pre-rRNA 2'-O-  [25.161187 NaN $333;5335;5336;5532;5545;S576;S |34887587 MGKKGKVGKSRRDKFYHLAKETGY |None None None [None [None None None None None
musculus |ribose RNA 667;S679 RSRSAFKLIQLNRRFQFLQKARALLD

methyltransferase
FTS]3

LCAAPGGWLQVAAKFMPVSSLIVGV
DLVPIKPLPNVVTLQEDITTERCRQA
LRKELKTWKVDVVLNDGAPNVGAS
WVHDAYSQAHLTLMALRLACDFLA
RGGCFITKVFRSRDYQPLLWIFQQLF
HRVQATKPQASRHESAEIFVVCQGF
LAPDKVDAKFFDPKFAFKEVEVQAK
TVTELVTKKKPKAEGYAEGDLTLYHR
TSVTDFLRAANPVDFLSKASEISIDD
EELAQHPATTEDIRVCCQDIKVLGRK
ELRSLLNWRTKLRRYVAKKLKEQAK
ALDISLSSEEEEEGDEEEAVAETKQA
PEEEEEREEEQLNRTLAEMKAQEVA
ELKRKKKKLLREQRKQRERVELKM
DLPGVSIADEGETGMFSLRTIRGQQL
LEEVTQGDMNAADTFLSDLPRDDIY
VSDAEDDDDTSLESDLDPEELAGVR
THSDLKEQKYLRFTQVDDNKEEEGE
NPLLVPLEEKAVLQEEQASLWFSKD
GFSGIEDDADEALEISQAQLLYKSRQ
KEQQPTDPPPPPTNLKTEKKSPQGQ
NEVPKETEAILGTEAVTDPGGEERG
NSSDSDSSSSEDEDSWKVSRGVKR
GRGSKADEDGFEVVPIQDPVKYRILD
PEGLALGAVIASSKKAKRDLIDNSFN
RYAFNEEEGELPEWFAQEEKQHRIR
QLPVDKKEVEHYRKRWREINARPIK
KVAEAKARKKRRVLKKLEQTKKKAE
AVVNTVDISEREKVAQLRSLYKKAGL
GKEKRQVTYVVAKKGVGRKVRRPAG
VKGHFKVVDSRMKKDQRAQQRKEQ
KKKHKRK




